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kcenv2a™31% (CZRC catalog ID: CZ1452)

Nature of the mutation

8bp deletion, Between 1053bp to 1061bp of the wild-type kcnv2a coding
sequence, AGTAGGAC is deleted in exonl.

Sense Strand Sequence
AGCTTCCAGTTTCTTCGTGCTGGTATCACTTGTGGCAATGACGC
TCAACACGGTAGAGGAAATGCAATACATAACAACCAATGGACA
ACTAAGTGGAAAGACCTACTGTGAGTATGTCGAGACTTTCTGTA
TTGCATTTTTCACCATGGAATACCTGCTCCGGCTTGTGTCCACGC
CAGACCTCACACGCTTTGGGAGAAGTGTGTTGAATGCTGTGGA
CCTGATTGCAATTCTTCCATTGTACCTTCAAATGGTTCTAGAGTC
TTTTGAGAGTCATGACTACTGGAAACATGGTAGTGATATTGAGA
CAGTAGGACGGGTCGGTAAATTGGGCCAAGTTCTCAGAATCAT
GCGTCTGATGAGGATATTTCGTATCCTTAAATTAGCACGCCACTC
TACTGGACTTCGAGCATTCGGCTTCACGCTTCGGCAATGTTACC
AACAAGTGGGCTGTCTGTTCCTCTTCATTGCAATGGGAATCTTA
ACATTTTCGGCCATGGTGTATACCGTCGAGCATGATGTGCATAAA
ACAAACTTCACCAGCATTCCACATGCATGGTGGTGGGCAGCTgta
agtacatcttattttcgaattactgtataaaatatgccgtgaatgtatctgggtaatataatacctgggggtgtt
caattctgtcc

Uppercase:Exon/coding sequence

Lowercase:intron/noncoding sequence

atcg:Forward/Reverse primer

atcg:Crisper/cas9 target site

Genotyping assay
Primers:
CZ1452 forward:5’- AGCTTCCAGTTTCTTCGTGC-3’
CZ1452 reverse:5’- GGACAGAATTGAACACCCCC-3’
PCR program:

95C  Smin

95°C  30sec

60°C  30sec } 30 cycles

72°C  30sec

95C  10min

4°C  hold
Product size: 660p
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The sequencing results :

G AT 82T T G242 6G 2C &2 G GA4CGACA2GAE2Z2TTG GG ACRLZTTGTCGCTC A

“““A“ﬂx\/x\\ il “M-“Ah/k\t

WT ACTGCA A TG TACTCATATTCAGRCACTAGCACGEETOCCTALATTCLLGCCALGTTC

MT ACTGGAAACATCCTACTCATATTGAGRC———————— GELETCGGTARATTCGGOCAAGTTC
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